Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.004 Å; R factor = 0.028; wR factor = 0.090; data-to-parameter ratio = 17.7. The title compound, C 9 H 8 Br 2 N 2 O 3 , is planar (r.m.s. deviation = 0.030 Å ) with the exception of the terminal methyl group which lies out of the plane [1.219 (3) Å ]. The conformation about the C N double bond [1.268 (3) Å ] is E. An intramolecular N-HÁ Á ÁN hydrogen bond occurs. Linear supramolecular chains along the b axis mediated by O-HÁ Á ÁO hydrogen-bonding interactions feature in the crystal structure. These chains are also stabilized by weak C-HÁ Á ÁN contacts.
Related literature
For the preparation of isonitrosoacetanilides from aniline derivatives, see: Garden et al. (1997) . For the use of isonitrosoacetanilides as precursors of pharmacologically important heterocyclic compounds, see: da Silva et al. (2001) ; Garden et al. (2002) ; Matheus et al. (2007) ; Maronas et al. (2008) . For related structures, see: Briansó et al. (1974) ; Plana et al. (1976) .
Experimental Crystal data Mo K radiation = 7.05 mm À1 T = 120 K 0.20 Â 0.10 Â 0.01 mm
Data collection
Nonius KappaCCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2007) T min = 0.715, T max = 1.000 14309 measured reflections 2643 independent reflections 2306 reflections with I > 2(I) R int = 0.036 Refinement R[F 2 > 2(F 2 )] = 0.028 wR(F 2 ) = 0.090 S = 1.16 2643 reflections 149 parameters 1 restraint H-atom parameters constrained Á max = 0.77 e Å À3 Á min = À0.86 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 3 2 ; y þ 1 2 ; Àz þ 5 2 ; (ii) Àx þ 3 2 ; y À 1 2 ; Àz þ 5 2 .
Data collection: COLLECT (Hooft, 1998) ; cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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Comment
Isonitrosoacetanilides, readily available from aniline derivatives (Garden et al., 1997) , have found use as precursors of pharmacologically important heterocyclic compounds (da Silva et al., 2001; Garden et al., 2002; Matheus et al., 2007; Maronas et al., 2008) .
The molecular structure of (I), Fig. 1 , is essentially planar with the exception of the terminal methyl group. Thus, the r.m.s. deviation of all non-hydrogen atoms, excluding the methyl-C9 atom, is 0.030 Å; the C9 atom lies 1.219 (3) Å out of the plane. The conformation about the C2═N2 double bond [1.268 (3) Å] is E. The observed planarity is partially stabilised by an intramolecular N-H···N hydrogen bond (Table 1 ). There two other methoxy substituted 2-(hydroxyimino)-N-arylacetamide structures available for comparison,i.e. o-OMe (Plana et al., 1976) and p-OMe (Briansó et al., 1974) derivatives. The geometric parameters in these match closely those in (I). The major difference in the three structures relate to the non-planarity of (I) compared to the planarity in the literature structures. The proximity of the OMe group to two bromido substituents in (I) is the likely explanation for the deviation from planarity in (I). The crystal packing is dominated by O-H···O hydrogen bonding interactions that lead to the formation of a supramolecular linear chain along the b axis, Fig. 2 and Table 1 . These chains are also stabilised by weak C-H···N contacts, Table 1 .
Experimental
The compound was prepared as previously reported from 3,5-dibromo-4-methoxyaniline, hydroxylamine.hydrogen sulfate in aqueous ethanol, containing sodium sulfate and CCl 3 CH(OH) 2 (Garden et al., 1997) . The sample for the crystallographic study was recrystallised from EtOH, m.p. 463 K.
Refinement
The O-, N-and C-bound H atoms were geometrically placed (O-H = 0.84 Å, N-H = 0.88 Å and C-H = 0.95-0.98 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (parent atom). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) O3 0.0255 (9) 0.0305 (10) 0.0166 (9) −0.0010 (7) 0.0031 (7) 0.0081 (7) 
